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**Personal Information**

Name: Ma Shuai, Male, Han nationality, Member of the Communist

Party of China

Age: 35 years old

Email: mashuai@ioz.ac.cn

Mobile: +86 15652511682

Address: Beijing Institute of Stem Cell and Regenerative Medicine,

Institute of Zoology, Chinese Academy of Sciences, Datun Road,

Chaoyang District, Beijing, 100101

Postal Code: 100101

**Educational Background**

2008 - 2012: College of Life Sciences, Henan Normal University, Bachelor of Science in

Biological Sciences

2012 - 2018: Institute of Zoology, Chinese Academy of Sciences, Key Laboratory of

Animal Ecology and Conservation Biology, Ph.D. in Genomics. Supervisor: FuwenWei

**Work Experience**

2018 - 2020: Assistant Researcher, State Key Laboratory of Biomacromolecules,

Institute of Biophysics, Chinese Academy of Sciences

2020 - 2021: Assistant Researcher, State Key Laboratory of Membrane Biology,

Institute of Zoology, Chinese Academy of Sciences

2021 - Present: Associate Researcher, State Key Laboratory of Membrane Biology,

Institute of Zoology, Chinese Academy of Sciences

2021 - Present: “Zhiyi” Researcher, Beijing Institute of Stem Cell and Regenerative

Medicine

**Personal Profile**

Dr. Shuai Ma obtained his Ph.D. from the Institute of Zoology, Chinese Academy of

Sciences (CAS). He is currently a “Zhiyi” Researcher at the Beijing Institute of Stem

Cell and Regenerative Medicine and an Associate Researcher at the Institute of

Zoology, CAS. Dr. Ma has been selected for the 7th Youth Talent Support Program

and is a member of the Youth Innovation Promotion Association of CAS. He has

received support from the National Natural Science Fund for Excellent Young

Scholars from the National Natural Science Foundation of China. He has also

participated in one National Key Research and Development Program project as the

group leader, and another as a core member. Additionally, he has been involved in

the CAS Strategic Priority Research Program on “Organ Rebuilding and

Manufacturing,” as well as two CAS Cybersecurity and Informatization Special

Projects. In recent years, Dr. Ma has published more than 50 SCI papers based on his

work in China. Among them, he has published over 20 papers as a

(co-)corresponding/first author in journals such as Cell (×3), Cell Stem Cell, Cell



Research, Nature Cell Biology, Nature Aging, PNAS, Nucleic Acids Research, and

Protein & Cell. He has also filed for/obtained eight invention patents. His

representative achievements have been awarded the “Top Ten Scientific Advances in

China” in 2020, the “Top Ten Life Science Advances in China” in 2020 and 2024, and

the Cell Press Most Popular China Paper Award in 2020 and 2022. As a major

contributor, he received the “CAS Outstanding Scientific and Technological

Achievement Award” in 2020 and the Second Prize of Natural Science from Beijing in

2023. Dr. Ma currently serves as a member of the Chinese Association of Geriatric

Medicine’s Basic and Translational Medicine Branch, the Anti-Aging Branch of the

Chinese Association of Gerontology and Geriatrics, the Genetics of Aging Branch of

the Chinese Society of Genetics, and the Aging Biomarker Consortium (ABC).

**Research Achievements**

Focusing on the biological study of organismal system aging, the applicant used

techniques, such as single-cell sequencing and gene editing, to conduct a series of

investigations and analyses on the novel molecular mechanisms of aging,

aging-related diseases, and their interventions through rodent and primate research

models. In recent years, the main research achievements include: 1) revealing the

cellular andmolecular basis of organismal system aging and interventions (Cell 2024a;

Cell 2024b; Cell 2020; Cell Stem Cell 2022; The Innovation 2023); 2) uncovering the

molecular mechanisms and intervention targets of primate cardiopulmonary system

aging and COVID-19 (Cell Research 2020; Nature Cell Biology 2021; Protein & Cell

2022); 3) establishing amultidimensional omics data platform for aging, regeneration,

and lineage differentiation (Nucleic Acids Research 2020/2021/2022; Protein & Cell

2024).
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