Cheng Wei. Curriculum Vitate

® Basic information

Name: Cheng Wei

Nationality: China

Email: cheng.wei@ki.se
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Address: Fogdevreten 11, 17165 Solna, Stockholm, Sweden
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e Education
Karolinska Institutet (KI) — Postdoctor 2024/2026
Tianjin Medical University (TMU) — Clinical medicine (Surgery, Neurosurgery) PhD 2024/2021

Tianjin Medical University (TMU) — Clinical medicine (Surgery, Neurosurgery) Macademic master  2021/2018

Southwest Medical University — Clinical medicine Bachelor  2017/2012

® Research Background

During my master's and PhD studies, my research focus was on the development and progression
of glioblastoma and the mechanisms of chemotherapy resistance, where 1 gained some
understanding of the pathological features and treatment challenges of glioblastoma. In my post-
doctoral phase, 1 explored the mechanisms of tumor heterogeneity and plasticity in
neuroblastoma at Karolinska Institute, Sweden. Neuroblastoma, as a highly heterogeneous
pediatric tumor, poses unique challenges due to the dynamic interactions and plasticity between
its different cell subtypes, significantly affecting disease progression and treatment resistance. I
aim to systematically investigate the molecular mechanisms underlying the interswitching
between the two major cell types in neuroblastoma and to identify potential therapeutic targets.
Taking advantage of Karolinska Institute's advanced technology platforms and interdisciplinary
collaboration opportunities, I am confident of translating these findings into clinical applications,

thus contributing to the development of precision medicine strategies.
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